In the title co-crystal C 6 H 9 N 3 O 2 ÁC 10 H 9 NO 2 , the 4,6-dimethoxypyrimidin-2-amine molecule interacts with the carboxyl group of the 2-(1H-indol-3-yl)acetic acid molecule through N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds, forming a cyclic hydrogen-bonded R 2 2 (8) motif, which is further linked by an N-HÁ Á ÁN hydrogen bond, forming a supramolecular chain along the c axis. Neighboring chains are interlinked via C-HÁ Á ÁO hydrogen bonds, forming a supramolecular ladder
Related literature
For background to crystal engineering, see: Desiraju (1989) . For the role of aminopyrimidine-carboxylate interactions in protein-nuleic acid recognition and protein-drug binding, see: Hunt et al. (1980) ; Baker & Santi (1965) . 2-Aminopyrimidine forms a wide variety of 1:1 adducts with mono and dicarboxylic acids (Etter & Adsmond, 1990 ) rather than individual self-assembly compounds (Scheinbeim & Schempp, 1976) . The R 2 2 (8) motif is frequently observed when a carboxylic acid interacts with a 2-amino heterocyclic ring system, see: Lynch & Jones (2004) . It is also one of the most commonly occuring motifs, see: Allen et al. (1998) . For the biological activity of aminopyrimidine derivatives and 2-(1H-indol-3-yl)acetic acid, see: Hunt et al. (1980); Arteca (1996) . For related structures, see: Karle et al. (1964) ; Low et al. (2002) . For related cocrystals of aminopyrimidines, see: Thanigaimani et al. (2006 Thanigaimani et al. ( , 2007 Thanigaimani et al. ( , 2008 . For stacking interactions, see : Hunter (1994 Table 1 Hydrogen-bond geometry (Å , ). 4,6-Dimethoxypyrimidin-2-amine-2-(1H-indol-3-yl)acetic acid (1/1) S. Ebenezer and P. T. Muthiah Comment A study of non-covalent interactions, such as hydrogen bonding, plays a key role in molecular recognition and crystal engineering (Desiraju, 1989) . The prime importance of aminopyrimidine-carboxylate interactions is due to their involvement in protein-nuleic acid recognition and protein-drug binding (Hunt et al., 1980; Baker & Santi, 1965) . Aminopyrimidines readily pair up with carboxylic acids to form adducts rather than individual self-assembly compounds which is evident from the fact that 2-aminopyrimidine forms a wide variety of 1:1 adducts with mono and dicarboxylic acids (Etter & Adsmond, 1990 ) rather than individual self-assembly compounds (Scheinbeim & Schempp, 1976) . The R 2 2 (8) motif is a robust synthon which is frequently observed when a carboxylic acid interacts with a 2-amino heterocyclic ring system (Lynch & Jones, 2004) . This motif is also recognized to be one of the top 5 motifs among the 24 commonly occurring motifs in crystal structures (Allen et al., 1998) . Auxin is a plant growth hormone which induces cell elongation in stems. 2-(1H-indol-3-yl)acetic acid is the first isolated auxin (Arteca, 1996) . The crystal structures of 4,6-dimethoxypyrimidin-2-amine (Low et al., 2002) and 2-(1H-indol-3-yl)acetic acid (Karle et al.,1964) have already been reported. Several cocrystals of 4,6-dimethoxypyrimidin-2-amine with various carboxylic acids such as 4,6-dimethoxypyrimidin-2-amine 4-aminobenzoic acid (1/1) (Thanigaimani et al., 2006) , 4,6-dimethoxypyrimidin-2-amine phthalic acid (1/1) (Thanigaimani et al., 2007) and 4,6-dimethoxypyrimidin-2-amine anthranilic acid (1/1) (Thanigaimani et al., 2008) have been recently reported from our group. In the present study, the various hydrogen-bonding patterns in the 4,6-dimethoxypyrimidin-2-amine (1H-indol-3-yl)acetic acid (1/1) cocrystal, (I), are thoroughly investigated.
The asymmetric unit ( Fig. 1 ) contains a molecule of 4,6-dimethoxypyrimidin-2-amine and a molecule of 2-(1H-indol-3-yl)acetic acid, which are linked by N-H···O and O-H···N hydrogen bonds (Table. 1), forming an eight-membered ring with graph-set notation R 2 2 (8) (Etter, 1990; Bernstein et al., 1995) . This motif is further linked by an N-H···N hydrogen bond, involving the N3 atom of 4,6-dimethoxypyrimidin-2-amine and N4 atom of the 2-(1H-indol-3-yl)acetic acid molecule, to form a supramolecular chain along the c axis. This supramolecular chain is further interlinked with a neighboring chain through a couple of C-H···O hydrogen bonds. These C-H···O hydrogen bonds form another R 2 2 (8) motif. Further N-H···O, N-H···N and C-H···O hydrogen bonds combine together to form a large ring motif, with graph-set notation R 6 4 (22). This ring motif extends to give a one dimensional supramolecular ladder as shown in Fig. 2 . π-π stacking interaction is observed between two aminopyrimidine rings. They have an interplanar distance, centroid-to-centroid distance and a slip angle (the angle between the centroid vector and the normal to the plane) of 3.4413 (4) Å, 3.4937 (6) Å and 9.93°r espectively. These are typical aromatic stacking values (Hunter, 1994) .
Experimental
A hot ethanolic solution (20 ml) of 4,6-dimethoxypyrimidin-2-amine (38 mg, Aldrich) and 2-(1H-indol-3-yl)acetic acid (44 mg, Loba Chemie) was warmed for half an hour over a water bath. The mixture was cooled slowly and kept at room temperature; afer a few days, colourless plate-like crystals were obtained. 
